Table S1: Profile of LDMICs before and after butanol fermentation of 80% detoxified and un-detoxified MG hydrolysate-based P2 media by C. beijerinckii. Measurements were carried out to evaluate in situ detoxification by C. beijerinckii of residual LDMICs present after bioabatement with C. basilensis.
Figure S1: Growth profile (a) and extent of inhibitor reduction (b) by furfural-adapted C. basilensis grown in mineral medium containing 2 g/L furfural as sole carbon source. 

Figure S2: Putative pathways for degradation of phenol (a) and LPDC (4-HBD; b) in C. basilensis. Aerobic degradation of aromatic compounds begins with activation of the aromatic rings in a reaction catalyzed by a non-specific monooxygenase or phenol hydroxylase to yield catechol derivatives. Ring opening (indicated by broken arrows) proceeds via either the Meta-cleavage (catalyzed by catechol-2,3-dioxygenase) or Ortho-cleavage (catalyzed by catechol-1,2-dioxygenase) pathways to generate products that can be fed into the Tricarboxylic acid cycle (TCA). Degradation via the Ortho-cleavage pathway feeds into the β-ketoadipate reaction (indicated by dashed box). 
Figure S3: HPLC chromatogram demonstrating C. basilensis-aided biotransformations in dilute acid-pretreated MG before (a) and after (b) 12-h detoxification.
Figure S4: pH profile of C. beijerinckii during butanol fermentation of P2 media containing detoxified and un-detoxified MG hydrolysates [100% (a), 80% (b), and 60% (c)].
Figure S5: Acetic and butyric acids profiles of C. beijerinckii grown in detoxified and un-detoxified MG hydrolysate-based P2 media. Fermentations were conducted in 100%, 80%, and 60% MG hydrolysates. Error bars represent standard deviations of means (n = 3).
Figure S6: Acetone (a), butanol (b), and ethanol (c, d) profiles of C. beijerinckii grown in detoxified and untreated MG hydrolysate-based P2 media. 
Figure S7: Sugar utilization by C. beijerinckii during butanol fermentation of medium containing detoxified (a) or untreated (b) MG hydrolysates.

SUPPLEMENTARY DATA
Table S1
	LDMICs (mg/L)
	Detoxified MG (80%)
	Un-detoxified MG (80%)

	
	0 h (Pre- fermentation)
	72 h (Post fermentation)
	0 h (Pre- fermentation)
	72 h (Post fermentation)

	Furfural
	14.1 ± 0.01
	ND
	3,683.9 ± 0.1
	ND

	HMF
	2.2 ± 0
	ND
	652.1 ± 1.2
	400.2 ± 3.5

	Syringic acid
	85.23 ± 0.02
	ND
	259.6 ± 2.1
	150.2 ± 0.1

	Ferulic acid
	49.02 ± 0
	ND
	82.4 ± 0.5
	45.1 ± 0

	4-HBD
	7.1 ± 0.01
	ND
	22.4 ± 0
	21.1 ± 0.45

	Cinnamaldehyde
	21.11 ± 0.02
	19.2 ± 0.01
	35.12 ± 0.21
	34.1 ± 0.3

	Syringaldehyde
	43.1 ± 0
	ND
	125.9 ± 3.4
	83.2 ± 2.5
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Fig. S1
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Fig. S2
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Fig. S3 (a)
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Fig. S3 (b)
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Fig. S4
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Fig. S5
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Fig. S6
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