Figure S1. Alignment of the RPPH gene sequence with that of the RNase P RNA-like gene shows substantial (~76%) sequence identity. Positions of the TATA box, proximal sequence element (PSE), transcription start point (asterisk) and terminator (Ter) in the RPPH are indicated. The sequence that corresponds to positions 463-474, which forms the 3' part of the P4 pseudoknot in the RPPH gene, may be missing in the RNase P RNA-like gene.

Figure S2. An RNase MRP RNA-like gene exists in the human genome. (A) Profile generated by the UCSC Genome Browser software showing the conservation from primates to fish of the human RMRP gene (located in chromosome 9). Human Chained Self Alignment reveals an RNase MRP RNA-like gene in chromosome 9 but at a different locus (last stripe). (B) Conservation of the human RNase MRP RNA-like in Rhesus. (C) Sequence alignment of the putative coding region of the RNase MRP RNA-like gene with that of the human RMRP gene shows ~ 70% sequence identity.
