A

Acyrthosiphon_pisum
Ades_aegyptii
Anopheles_arabiensis
Anopheles_gambiae
Anopophlora_glabripennis
Apis_mellifera
Atta_cephalotes
Bombyx_mori
Ceratitis_capitata
Culex_quinquefasciatus
Daphnia_pulex
Daphnia_pulicaria
Diaphorina_citri
Drosophila_grimshawi
Drosophila_melanogaster
Drosophila_pseudoobscura
Drosophila_virilis
Ephemera_danica
Glossina_morsitans
Heliconius_melpomene
Lepeopththerius_salmonis
Litopenaeus_vannamei
Lutzomyia_longipaipis
Mayetiola_destructor
Nasonia_vitripennis
Pediculus_humanus
Phlebotomos_papatasi
Rhodnius_prolixus
Tribolium_castaneum

Consensus

Acyrthosiphon_pisum
Ades_aegyptii
Anopheles_arabiensis
Anopheles_gambiae
Anopophlora_glabripennis
Apis_mellifera
Atta_cephalotes
Bombyx_mori
Ceratitis_capitata
Culex_quinquefasciatus
Daphnia_pulex
Daphnia_pulicaria
Diaphorina_citri
Drosophila_grimshawi
Drosophila_melanogaster
Drosophila_pseudoobscura
Drosophila_virilis
Ephemera_danica
Glossina_morsitans
Heliconius_melpomene
Lepeopththerius_salmonis
Litopenaeus_vannamei
Lutzomyia_longipalpis
Mayetiola_destructor
Nasonia_vitripennis
Pediculus_humanus
Phlebotomos_papatasi
Rhodnius_prolixus
Tribolium_castaneum

Consensus

Acyrthosiphon_pisum
Ades_aegyptii
Anopheles_arabiensis
Anopheles_gambiae
Anopophlora_glabripennis
Apis_mellifera
Atta_cephalotes
Bombyx_mori
Ceratitis_capitata
Culex_quinquefasciatus
Daphnia_pulex
Daphnia_pulicaria
Diaphorina_citri
Drosophila_grimshawi
Drosophila_melanogaster
Drosophila_pseudoobscura
Drosophila_virilis
Ephemera_danica
Glossina_morsitans
Heliconius_melpomene
Lepeopththerius_salmonis
Litopenaeus_vannamei
Lutzomyia_longipalpis
Mayetiola_destructor
Nasonia_vitripennis
Pediculus_humanus
Phlebotomos_papatasi
Rhodnius_prolixus
Tribolium_castaneum

Consensus

10 20 30 40 50 60 70 80 EY
------ cataattgtttcaaaacatgcctt----atgatgaa-------tgttttagagcttaccttcgtttatttggttgtttaa--- -gcttc--
----- cataat-tgaatttag--tt-------------....-.ggaaatttgaatctcctgacattttcttac----agcaccacta--- -gtagtta
-taaatacccttcgtccttacacacac- ----acaca---gtatataggaacatggtcgcac----aggatggaat--- -aaggtcg
--acacacaca-cacacacacacacac --- ---acaca---gtatattggaacatggtcgcac- -aggatggaat - - - -aaggtcg
---atctccaagaaaatcataaac------------- atgctttttctctaaatta-- ---attgaaa- -aaactactgt----aacatgatga
----- tttttttetttttetttttt-- ---tcataatatttttgaaactgat- ---ataaagat -attttatttgtataaatataatga

--------- attggcgtcaaaagtt--- ---tcata-tatctgcaaaaaggtt-- t---acgtctttaacaagagaacagtga
------- tgaaaaagtattaagt----- --agattgaaaaaatgtcatttaaaaaatcagatctgaaaacgtaattgaccca-------gtgatga
»»»»» cggtgggt--attggaagag--------------------tgaaaaaattaacta-aa------gcgaaggaaactgcaaagcttgttgtgect-t
----- caagatgtaagtttagggtttctgg ----ggaaa---gagcttcccaccggagaaccac----aactcgagta-------gaactc-

----- cttctagcaggtattgat --- tg--gttattgccatttgcaagctaatgtgcattcattt---gtgta---tccce
------- atcaac-gactccgataa--- tg--gatagtg-----tgtaag-taccattcaaatttttcaagtataactttcce
----tcgg--gctgaa-acacaacctc- ----g--ca--ggtgtccctcaccattccctcccct--ggtttgtgte------- attttcg

——————————— tttaatttttgtgt---
---gcttcatctacaagg-- -

aacttaaacaattca-tatatttaaattgtattcctagccaaccac----- atct
ta--tgtattggttt---cgttgggcacctaca-tcattcagtcagaggggatce

-- - tggttttgtt-----gt-- --- ------ta--c-tcccattcc---cat--ggctcatac--ccaccta-tcatgcgtggccc
----- ----taccaatt- -gt-- --- ------taagcgtcttgtctgatacattagcatcttaccatgattcaatt-tgtccaatce
-ggtgcagccactgta-ggagtcgcetg --- ---gatca--ggtaaaagccattgttcacttctcgtagatttttgga------- gagcccg
------- gcgacttaatc--atcat -- -------tcagagaattaccta-tatatttagtgaagaaggctgca----ttttcatgaaat
————— ctaattattataaaatat-- --aaagtaaatccttgttatattacgta-cgcttttataaa---aagaaaccca----

-ggtatcatcaaaatat--

agatgatgtaagctt-atatatcaagga-aaagtccaaatt

----aattgggca---ta-aggacgaaaaatgcaattta-tc--ccatcaaat
atcgcatg---tatgaaatgggaaaaatatcaga-tcaaaaatgaaaa

-------------- agattattttctcaaagtaa-- ----ataaatattaaagataattta-aaaaaaaggctca

----caaatggtgagttgaaaattt--ttt-------- ttttttttt-tttaattagg- -atggtcaatta--tgtgttgccta------- atgatga

gattcgcaacag-------------------- t------ at---aca---tataaaactagaaatgca-ttta-tttacagttgtat

------- atttcttgtat-- ------ta--agcagag-- - -taccctatgatgagattttttt---tttaaa-aaacc

cgaatttcta--cacgccgtaaa---- ---acttgtcaaaattattag-----attggcg----aggtt--ttt----aa-atgatga
- ‘TT, AT ) T oT TT‘ TATT s _TT 1T GTG T

“GAA+CA+TAATTAAATTTAAATATTCTTT- - - -AT+AT+ATATTTATTT+TATTA+C+A++ATATTCGAATATTAAAGTTATTTAATTAAAAATGATCA

120 130 150 160 170 180 190

ttaacgagagtaa- - -ca-t- CAGTCAAC- - -AAG- - -AATCTTGCTTCAGG
-tggccttgg---atatcattec ATTAGCTAGT---ATT---AATCTCGCACTTGG
-tgg----gg---caatcgatccca- GGCTAGT---GGT---AATCTCGCACTTGG
--------- tgg----gg---caattgatccca---- -GGCTAGT---GGT---AATCTCGCACTTGG
-attttggcaaaaaa--ct--gggtca----- TGGTCTGC- - -AAC - AATCCTGCACCTGG
----- aacccgatgatgaa- ACGGCAGC---TTC- AATCTAGCGGAAGG
acgaacatt--catcccaatgatgaa--aa------------- - .- GACGGCAGT- - -GCC- AATCTAGTGGAAGG
------------ ttta-aagggtaa------- GGCAGGTCAAT---GTT- - -AATCTCGTACTTGG
actaa-aatgag--atttgtttcaaca--- AAGTCAGT---TGC- - -AATCTAGCATCTGG

cacccattc---caactgtccce AAGCTAGT---GTT---AATCTCGCACTTGG

------- atgatttgggct--ctec------------- -CCCGTCTTGGCTTAC- - -GGC- - -AATCCTGCACTTGG
-atgaattagagt--tttcatgtat TTGATTAAC- - -GAC- - -AATCTCGCACGTGT
-------- gcaggggcggacccgaaccgt TTTAGGAAAGC- - - TCG- - -AATCTTGCACCAGG

TCAGTCAGT- - -TAC- - -AATCTAGCATCTGG
CCAGTCAGT---TGC- - -AAACTAGCATCTGG
TCAGTCAGT- - -TAC- - -AAACTAGCATCTGG
TCAGTCAGT---TAC- - -AATCTAGCATCTGG
GCTGGCTGGCAGGCAGAGGCAAGC- - - TCG- - -CAT- -TG- - - -AGG
AAGTCAGT- - -TAC- AATCTAGCATCTGG
GGACAGTCAAT---GTT---AATCTCGTACGTGG
---AAAGTGAACTCGA---GTT---GATTTTGG- TTATA
------ GACATGGTAG- - -CAT- - -AAGCTCACTCTAGG
gtttgcaaagat--aatgtttttttgcttat GGGCTAGA- - -GAC- - -AATCTTGTACTTGG
attatcgttgtt--atgaattcacaattttttt--- GGGTTAGT---GAT- AAACTTGCATCTGT
tctcaatgatgaa--at------------------- - -CGGCAGC- - -GTC- - -AATCTTGCAGTAGG
aatgacgag--attccgatt -CGCCAGT---GAT---AATCTTAC-TTAGG
attttaatacac--gttaatattaaaaaaaatactatgt --GCTAGA---GAT---AATCTTGTACTTGG
------- atgact--agtt--tttcctgtgggatattcgatcaa -TTTGGGC- - -CTG- - -AAACGTAGACTAGG

atca---ttatc--attatcatcgccttcc
acgcct---tggg---cttecttttcet
tccgcccatgtcacgtcc---cgget--cttcacctccet

------- gccca-gcggcect--atattcatcget---
tgagg
------ aagaa-attaca--atttagccacatt--
ttaa-aagggtaa------- t

cttgaacgatcag--tttgagatcataaa GGGTCTGT---GAC- - -AATCTTGCATTTGG

.16 T T Grcdbr o TTIG TTGG

. 2 leeb2hertxr SnliTe oS v9G, CTr T N T T X

TCGG-C--T--CATATCAATGATGAT- -ATTTTGATCCCAT+T+TTA--A------on--n- C--G+GTAAGTCAGT- - -GAC- - -AATCTTGCACTTGG
210 220 230 240 250 280 290

GGTTCACACACTGAGTACTTT---GT- ----TTATAACCCCGG

AGCATCCACACGAG- TATCAA-TGAT - CACAGTTCTGCTTCGG

AGCACCCGTACGAG-TACC- - -TGGT - TGGTTGTTTGCTTCGG

AGCACCCGTACGAG-TACC- - -TGGT- - TGGTTGTTTGCTTCGG

AGCACACAAACAATGCACTTG-TTG- - - --AC- - -TGCAACGG

GGTATACAAGCAAGGTACATAGTTAC- CACAATT----- -T- CACCTCGG
GGTGTACAAACGAGGCATACA-TTGT- CATTATT----- -TT---CACCTCGG
GATACACCCACAGAGTGTTT----GT- - CACTC-------- ---TTAACATCCCGG

GGCACACA -AACGAGTATTTTCTAACAATGCCATTCACAACCCTTATTTGGGAAGTAAATGTGCTTTGATAGAATGTAGATTACTCTAATATAGCCTCGG
AGCACCCATACGAG- TACC- - -CGGT- - TACTCAT TACG- - TCTGCTTCGG
GGGTCACGCACGGAGTAC- - TTGCAT - - TGCTCAC TGGAAC- - - -CCTCGG
GGGTCACATACAGAGTAC--T--CGT- - TACTCAT TCAAAC- - - -CCTCGG
GGCGTACTCACGGGGTACC- - -CAGT - TACCC- - ACACTCTCGTCTCGG
GGCACACACAACGAGTAT- - -CTGAT - - TACTCT- - -ATAAAAGCCCCGG
GGCCCACACAACGAGTAT---CTGAT- - TACTCCA CAAACCATTGCCCCGG
GGCACACACAACGAGTAT- - -CTGAT- - TACTCTT ---ACT-TTGCCCCGG
GGCACACACAACGAGTAT---CTGAT- - TACTCTT TTTACA-ACGCCCCGG
GGC - TACGTACGGG-TGCC- - - TGGT - CACTC- - T--CTTTGCCCCTGG
GGCTTACA -AACGAGTAT- - -CTGAT- TGCTCTA- TCTAAT- - -GCCTCGG

GGCGCACATGCTGGGTGCTC CACTC- - - -CTATCGCCTCGG
AGCCTAGATTTAGG - - - = « - = = = = GG- = = = = == = === c e meeemcmomooaaeaa e o cCATTT e e e e m o oo meeecee oo TGTCCTTGG
GGT----- o Y S I YT cTGG

GGCTAACA -AACGGGCACGA - -GGGATCCTTC-
GGCAAACA -AACGAGTACAAT-TGGTTACTC- - - - -

TCCAAT-GTGCCTCGG
TCGGAT-TCGCCTCGG

GGTGCACATACAAGGTACTTG- TTAC- - .- - -CACATCACCTCGG
GGTTTACATACGAAGTGCTT- - - -GT- - - -ATAACGACCTCGG
GGCTAACA - TACGAGTACAATTGGGAAACCT GTGTTCTCATTCAGTTGC- - - - - - TCCGCT- TTGCCTCGG
GGGCCACTTTCGGAGTAC- - TT-GGT TACTCAC- == =-smmmmmmmmnn TTCT-C- - - -CCCCGG
GGCTTACTTACTGTGTACTTG - TTA - - - - = ==« wm oo eem e oo CACTTGT - - - mmmmmmeece oo AA - - -AGCCCCGG

GG : ﬁGGGTGIH_ 16T TWTﬁ, SRR |

TET e,

GGCACACATACGGAGTACTTTCTGGT+ACT+C- - GTACTCTTATA-A+TTGC- - - - - - TCCA+TATTGCCTCGG
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310 320
GAAGGTCTGAGGCAAAATC - - - - - -
GAAGGTCTGAGAG-GAAG- - - -
GAAGGTCTGAGAT -AAGG
GAAGGTCTGAGAT-AAGG
GAAGGTCTGAGGCAGG- -C- - -

-TACC-CC

GAAGGTCTGAGATTAAACC- - - - - - - -AAACATT
GAAGGTCTGAGATAAGATT - - - - - - - -AAACGTT
GAAGGTCTGAGTAAAAGCCACCAGTGTTTTGTG- - - -- ----TA-CATT
GAAGGTCTGAGAGTTGGTC- - -AAAGTTCATT- - - - - --»CGTGTGAACTTAAACCGATGCATTTT
GAAGGTCTGAGAG- TAAG --CATGTGGA - - AAGGCC
GAAGGTCTGAGACGAGG -- -- -- --CTCATTGTCGGAGAGTG- - ATGCT
GAAGGTCTGAGAAAAAG .- .- - - --CTCTTGTTTGTAGAGTTC- - -CATGTT
GAAGGTCTGAGTTTTGGAT - - - - B i ACTTT
GAAGGTCTGAGAATTGGTC---AAAGCTCCCTTGT--TTGTGTGCACAACAAGCGATTTGCTGTTAAAGGTGATCGTTTGTCGCGGAGT---TTCATTTC
GAAGGTCTGAGAATCGGCC- - -GA-GCCAGCT-GT--TTGT---TGC-------mmemm e eccm e e m e m e m e m e GGC---TTCATTTC

GAAGGTCTGAGATTTGGCC- - -AA-GCCTCCTTGT-GTTGT TACAACATGCAGTGCATCG- -AGAGGTGCCTGTGTGTCG-GAGGC- - - TTAATTTC
GAAGGTCTGAGATATGGTC- - -AAAGCTCCCTTGTTGCTGT - - -AACAACATACAAAA -GCCG- -AGAGGTGATTGTGTGTCGCGGAGC - - - TTCATTTT
GAAGGTCTGAGG- - TAGGG
GAAGGTCTGAGAATTGGTC- - -AAAGTTCGCT - - -

- -AACGTGTCCCGTGTTGTTTCTTAGGGGCATGTGAACTTAAACTAATCAATTTC

GAAGGTCTGAGTAAAGGTC- TAATTGTTCTTTA- - S -TA-CATT
GAAGGTCTGAGAGAAGAGC - - - - - CG-C--ATA-- - . . S -TA---CC
GAAGGTCTGAGAG-AGGAG - SmioNRREE & & S & SSEgeNeIatE B & & 4 S ATGCT
GAAGGTCTGAGATAAGGT = ATTTGTGGGAGGGT- - - TTA-TGTT

GAAGGTCTGAGAAAAGGT
GAAGGTCTGAGATAAGGTC
GAAGGTCTGAGA - AAGGGC

-GTTGAAGTGTGTGT- - - TTAACATT
GAACGCT

GAAGGTCTGAGTGAAGGT- - - - - -- --- ----GTCTG--GGAGGGT---CTA-TGTT
GAAGGTCTGAGATCAGGA - -- --- AACCTCTTAATTGGAGGGT - - - -GTT
GAAGGTCTGAGATGTG- -- TAATGCT

TR e rae e

T
GAAGGTCTGAGATAAGGTC- - -AAAG+TATCTGGT GTTGT- - - TACAACATGCA+TGTG+TGTTAGAGGTG+CTGTTTGTCGGAGAGTT-ATTAATGTT

410 420 430 440 450 460 470 480 490

CCAGCCGGGGGCCTTCT TAATAAAGTTGGGCAGGAGAACCAGAAA TTGGT- - -CCAGTTCTAA- - - - ----GATTTT
TCAGCAAGACAGCCTTTT- - -GA- -CAGGGGCGTTGTACAACTAGAAA TGCAGTGTGCGTCTTGGA - - - - GAGTTGT- - - -AGTGTC
TCAGCAAGGCAGCTCTTT- - -GAG- -AAGAGCGTT-CGCTACCAGCAA - - -TACATCA- - -GTTGTGGA- - - - - - - ---ACGC- - --AGTGTC
TCAGCAAGGCAGCTCTTT- - -GAG- -AAGAGCGTT-CGCTACCAGCAA - - - TACATCA- - -GTTGTGGA - - - - - ---ACGC- - - -AGTGTC

CTAGCTGGGGGCTCGC -
CTAGACGGATGATACC -
CTAGCCGGACGGCATC -
CTAGCCGGATGCTTCCT

- -ATATTGCGAGACAAGGGAACCAGAAA TATGT- - -CAAC - - GAAG-
---ATAAGGGTATGTACGGGAACCAGAAA - - -TAGCT- - -TTA- - -CGTT
---ATAATGATGCGTACGAGAACCAGAAA - - -TAGCT---TTG- - -CGTT
TAACAAGGATGAAGAGG-GAACCAGAAA TTA- - -TGGTACAAT -

CTAGCAGGAAACTTGTAT- - - - -GATTAAGAGGCGAAGGGACAAGAAA - - -TTC- - - - - - TGAAA - - - e .-
TCAGCAAGGTCCCCTCTT- - -GAACTCGGGGGATTTCGCTACCAGAAAACGTGCGTGGCACGATTTGAAGCGGGTCTGTCCAAAGGTCGT - -
CTAGCCGGGCAGCCATTT- - - - - CGCGAAGGCGCAGGGGAATAGAAAG- - -AATATCGATTGGAGTGTC

CTAGCCGGACAACCTTCT- - - - - TGCGAAGGTGCAGGGGAATAGAAAG- - -AGTATCGAATGGAATGTT

CTAGCCGGAAGTCTCTCT- - -CACCAGAGAGAGTGAGGGAACCAGAAA - -TAGCGCACGCTCCGGGC- - - - -
CCAGCAGGAAACCTGTGT- - - - - GATCGCAGGGCGAAAGTACCAGAAA- - -TCC- - - - - - TGCCTCGCT - -
CCAGCAGGAAACCTGTGT- - - - - GATTGCAGGGCGAAAGTACCAGAAA - ---TGCTACCAG --
CTAGCAGGAAACCTGTGT- - - - -GATTGCAGGACGAAAGTACCAGAAA --TGCGGCTTG- - - - - -
CTAGCCGGAAACTTGTGT- - - - - AATCACAAGGCGAAAGTACCAGAAA - - ---TGCAGTATG --

CTAGCAGGGTGCCCCCAT- - -AGTTTAGGGGGGTGGGGGAGCAGAAAA - - - - - ----
CTAGCAGGAAACTTGTAT- - - - -AATTAAGAGGCAAAAGGACAAGAAA --TGCA- - -
CTAGCCGGATGCTTTCT- - - TTATAAGAAAGGCAAGG - GAACCAGAAA - -CAATGCCAA -
CTAGCAGGGTACTTTCTTTGTTATAAGGAAGAGAAGG- - GATCAGAAA CAAGG- - - TCAAAGTGAG-

CTTGCAGGGCAACCTCCA- - -AA- - -AGGAGGGACAGGACAACAGAAAG- - -GCCCTG- - - - - ACTGGA -

CTAGCAGGACACTCAACT- - - - - AATGAGA - GATGGGGGGACCAGAAA - - -TTC- ---CTGTGT --

CTAGCTGGATGCTTTTAT-----AGTTAGAAGGTGGGGGGACCAGAAA TTC- --TGTTATTAT-- - - --

CCAGCCGGGCGATGCC- - - - - - GTGATGGCATGCGCGAGAACCAGAAA - - -CAGCC- - -CGAG- -CGCG .-

CTAGCAGGATGACGT- - - -GATAATAGCGTGCGAGGG- -AACCAGAAA - - -CA-GT- - -CCGAATTCAG --

CTAGCTGGACACTTAATT- - - - -AACAAGA - GATAGGGGGACCAGAAA TTT- --CTGTGC- - - -- --

CC--CTAAATAA- - - - = - - GGGGCGCGGGGTAACAGAAAA AGCA -ATGACATATC- - - - --

CCAGAAGGGCGCTTGC - ---ATTTTGCAAGGCGAGAACACCAGAAA - - -TCTG- - - -CGAT- -GAGG- - - - - --

T G GG T Ty T . GG GGG (‘FGGG G : +G ToTe T

GTGAT £ f = Tcws

CTAGCAGGACACCTTTTT GT+ATAT+GGAGGGCGGGGGAACCAGAAA---TACATCG!CTG+TGTGAG ----- T-TG------- GTCGTC- - TGTTGAC
510 520 530 540 550 560 570 590

TGGGTCTGAGATGCCT ---CTG- - - -GTTGAGAC ---TACAATCT-----TGGTTACTGT - - -« - - v cmmmmmnnnn TGGAAC- -CTCC

CCAATCTGGGTTTC- - - -CCGGGGATA--CTC- - - - - AAGA ATGCCCGATTTC- - - -ACTACAGTTGC-CGATTCC CAAGTTGGAA - -ATGTA

CTGGCC---GCTAC----=----ccucnncnn TT----GAAAG---GTG-CAAACCTC----TCGGTTTCGGCTCGGGCAC - - TGATTGAAAACAGCGGA

CTGGCC---GCTTC- - - TT----GAAAG---GTG-CAAACCTC----TCGGTTTCGGCTCGGGCAC - - TGATTGAAAACAGCGGA

- -AGCCAAGGAT - - - - ---T-AC---TTACGT-ATAGG- -TGA-TATGCCTA- - - - --GTTGGT- - - - TGGAAG- -CCCT
TTAGCCCAGGAAACT - - ----TCAT---TTGAAGTAGAGG- - TACTTGGAAACG - -AAAAGA - - TGGAAA - -CCCG
AATGCTGAGGACGCT - - ----TTTT---TAAAAGCAGAGG- -CGACTGGAAACG--------- TGAAGT - - TGAAAT--CTCG
- -AGTCTAGGATTCCTT -GTCTGT- - -GTTGATAGGGAA - - GAGACATAGTTA- - - - - TTGTTACTAT- - -----TGGAAA--CCCT
ATTCCAATAGGTTTT-------- - -AATATT--CAT---------cccmnnn- TGAAAT--CCTT
GCCATCAACAATTCATCGCCTTAGATGAGCTTGTTGGAATC - -ACGACTTTGGC - CAGGTCCGCCTCAATTGAGAA - - GCGAA
ACCCATGATGTCCATTA-------------------- --CCATTT-CGAT----------------- TGGAACTGCTTC
-CCCATGATGCCCTTTGT - -CCAAATACGAT - - TGGAACAGCCTC
CCGTCTGTGAAACC -- - -GGAGT- -GGGC - - - - -GATGGAACCTCTCA
GTTATTGTTATTGTTGTTG- - - --CGCGTTG-CAT- - TGAAAT--CTTT
GTTGCCGTTGCCCCC- - --e-e------GG----TGAC-------CGCCG-C----- CTGGTTGGCAT - - TGAAAC- -CTTT
GTTGCCATCGGCGCT - - - -----CGCGTCTGAC ---TGCCG-C --CTTGTTG-CAT- - -----TGAAAA--CTTT

GTTGCCG-CACCGCT - R TGCCGTTTGC - - -CGCCGGC --CATGTTG-CAT- - -----TGAAAA--CTTT
TAGCCTG-GGATCC- - == ----TCTTTG-AGGG GAGGTGCAGCCG----CTATT--CAGT- - -----TGAAACCTCCCA
- GCGTG- -CAT- - TGGAAA--CTTT
--AGCTTGGGATACCT - -AACCGA- - -GTGGTTAAGGAG- - TAGGTGTA-TCC- - - - - TTGGTATTGT- - TGGAAA--CTCT
-TAACTGTTGATATAAG -TATTTTCAACTTATTGAGG - ---TTCTGTGC-----TTTTCTTTGAA - TGAAAA- -CTCT
TTGGACACTAATCT----vrecccnccenccnncncnn AAAG- GTGGAGATTCCT- - - -CCAGTCTTGGT - - TGGGAGTCCTGTG
CATCCTTTTGTTGC- - - - - - - - TGAAAT--CTCC
TTTGATTTTGGTGTC - = == e e e e m = - ---ACAGCC- -AAAACGAATTTA- - - -AATAATAACAT - - -----TGAAAT--CTCC
- -AGCCGGGGATGCTCAGATGCCTTTT- - - TTTATAAAGAGG- - CGAGCGGAGGCGGCGC TTGGC TTGGGA - -
- TAGTCGGGGACATCAT- - - - TCTTGT-GATTGATTGAGA - - - - - - - -CAAAGTTC- - - - - TGTAATTCGT- - TGGAAC- -CCCT
----ACAT-- .- ---TGAAAT--CTTC
- - -CAAGA-GTTTAATGC- AAGTGG- - - - TT---GG- - -----TGGGATAGCC-C
- -AGCCAAGGAT----------- TCGC- - - TCTGGCGATAGG- - TGG- TGGAGCTT --TATCGT- - TGGAAT--TTCT
r, GC WGT 1 . A0A 6 (6 ho ¢ LoTT, 6T TGG . _VIer

+T+GCCG+GGATGCTT++CCGTATT*T G+TTGATT+AGA+G- -AAGGCGAAG+C+- -- -CTTGTTTTCGTTCGGG*+C- --- ++ATTTGGAA*AGCTCT
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Diaphorina_citri
Drosophila_grimshawi
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Drosophila_virilis
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610 620 630 640 650 660 670 680 690

TGTGATTCGCATT-TTTAGTTCAATTTGCAAGGTTCTA- - - ---GCTTATG e s --CTAGTG- -
CTTTGCTGGCATT- TTGAGCAAAATCTGCGAGCTGT -- --ATTTA- - TGCTGTTG- --- - -CACAAA- - -
--TTGCCAGCCAT-ATGAGTCAAATATGCGAGCTAT -- CAACCTG- - GGGGG- - - - -----TCCGTCCTCTCCATGG- -
--TTGCCAGCCAT-ATGAGTCAAATATGCGAGCTAT .- CAACCTG- - GGGGGGGGG -----TCCGTCCTCCCCATGG- -
TGTTGCCAGCATT-TTGAGTGTAATTTGCAGGCTGGAA - - - --AATTTCTT

TATGGTTCGCTGT- TTGAGTACAATCCGCAAGCCAGAA - - - --AATTTATCTT

TATAATCCGCAAG- TTCAGTCTAATCCACAAGCCTGGT- - -
CATGGCTGGCAGT - TTTAGCACAATTTACGAGAT - - -G- - -
TGTGACCAGCAAT-TTTAGTGCGATGTGCTTGCTGC- - - - - -
--TTGCTAGCATT- TTCAGTACAATCTGCGAGCTGTGG- - - -CCCCAACGCCCCAAGACT
TGTAGCTTGCTAT- TTGAGTACAATTTGCGGGTTGTGGT-----TTGCCCTTTT--ACGGGTT------------------------- GACTGCAA- - - -
TGTAGCTTGCTTT- TTGAGTACAATCTGCGAGTTGTGGT - - ACTGCAA - - - -

-AGTC-ATAC
---GTCATAG-

- -CAATCGGCCAA -GTTAGCTCAATGTGCGAGACTC -CCCCTCA--------nmu-- -------CGCGGGG- -
CGTGACCAGCAAT-TTTAGTGCGATGTGCTTGCTGC AAATCCCTC- - ------GCGCAG- - - -
CGTGGCCAGCGTT-TTTAGTGCGATGTGCTTGCTGC -==-CT-=~ == --GCAG- - - -
CGTGGCCGGCTGT-TTTAGTGCAATGTGCTTGCTGC- - - - - - AGAACCT- - - - ------ACGCAG-- - -
CGTGACCAGCAAT-TTAAGTGCGATGTGCTTGCTGC- - - - - - AAACCTTGC- - ------GCGCAG- - - -

- -CGGCCAGCAAT-TTTAGTTCAATGTGCGAGGTGG -CTACTT----
TGTGACCAGCGAT-TTTAGTGCGATATGCTTGCTACTCAAAAA TATATTCTTTTGCTTGCCTTCTTGGTGATAATAAGGAAGATATTGGCGAGTAG- .-
TGTGACCAGCAAT- TTGAGCATAATCTACGAGGT - - -G- - - - ---ACTAAGG-

TCTGGCTGGCAAA - TGTAGCAAGATGTCTAGGGTGATT - - - --TTTTAAA

----ACTAGCTTAATTAAGTGTGATGAGTGAGGTGGC- - - - - ---ATCT-----

CATTACCGGCTTT-TTGAGTCTAATGTACAAGTTTACCC- TTCAAATTTTCATCAAAAATATC- - - -GAGA - - ATTTGGGGTGAA- - - -
CATCACCGGCAAT-TTTAGTGCAATGTGCAAGTTGGAT- - - - - GTGATTTC- - TCATTATGTG- - - -GAAA - - - --TTCGCATTCAA- - - -
CGTGACCCGCTGT-TTTAGTACAATCTGCGAGCCGCATC- - - --AATTCCTTTG .-

CGTGGCCAGATAT- TTAAGTGCAATCCGTAAGGTGGTC- - - - ---TCTCATATT----- -

TATTACTTGCCTT-TTTAGTCCAATGTATAAGGTAATC- - TTCATGATTTCATTGATAA-AT -
CGTAGTCGGCGAT-TTGAGTGCAATCT- - - - - CTACGGC- - -
CGTGACCGGCTGT-TTTAGTTCAATTTGCGGGCTAGTG- - - -

GTGG 1(.G TTT G TTG G TG TTT T

. G
“STGh
CGTGGCCAGCAAT TTTAGTGCAATGTGCGAGCTGCTGC TTCAACAATTTATTT+TGGTCTC- +GGG+GATG- - - - - - - - - TCCTTCG+GCCCAGGG- -
710 720 730 740 750 760 770 780 790

<--------TAACTCAATTCAGACTAATCTCT- - - - TGTTGACTG- - - ----tttatctctaaatctgagggciilill

--- TGCAGAACTCAATTCAGACTAGTCTAA- - - - TACTAGCTAGT - .- atttcttaacactatttgtacatgc
---GCGGTAGAACTCAATTCAGACTAATCTAT----CACTAGCC- - - - --- cgatcacatgcccaacacaactgca

.- - --GCGGTAGAACTCAATTCAGACTAATCTAT- - - -CACTAGCC- - - - - -- ----cgatcacatgcccaacacaactgca
AACTCAATTCAGACTAATCTGT- - - - TACAGACCA - - - aacttccaattgccaattctgataa
AACTCAATTCAGACTAATCTGA - - - -GGTTGCCGT - - - actgagggtattatattatatgttg

.- ----AACTCAATTCAGACTAATCTGA- - - -TGCTGCCGTT - .- ----gaatctgagggtgctatcttatcaa
<--------TAACTCAATTCAGACTAGTCTTT----C-TTGGCTTGCT ccctgtataaactgagggt il
----------------- AACTCAATTCAGACTAATCTGT- - - -GACTGACTT- - - .- catttaaacgaatacaaatggtagec
AACCGAGATCGCTGCAGAACTCAATTCAGACTAGTCTAA- - - -CGCTAGCTT- - - .- ----acctccaacacagttgcacagtctg

----AACTCAATTCAGACTAATCTGCCGAAAGCCAATTGACGGG- - - -
----AACTCAATTCAGACTAATCTGTCGAAAATCAA
-AAGCAACTCAATTCAGACTAGTCTTG- - - -AGCTTTCCTGAA

-attgttgctctgtttctgagggggt
-tlg!gaiactctaiulgagga

ctttcgacccctcttgcccctgggg

AACTCAATTCAGACTAATCTGT- - - -GACTGACTGG- - .- cttcaagaaggaatgggatatgatg
----AACTCAATTCAGACTAATCTGT- - - -GACTGACT- - - --- ----acctggtgaaagaagctaaaggcgc

-- AACTCAATTCAGACTAATCTGT- - - -GACTGACTGG- - cgtcagcaaacgaggcgaaagacgg
-- AACTCAATTCAGACTAATCTGT- - - -GACTGACT ggcccaataaaagagatgagaaatg

TCATAACTCAATTCAGACTATTCTGT- - - -CTCTGTGTGCCGCCAGT - -actaccctttgggtgctgagggtgt

--- -- ----AACTCAATTCAGACTAATCTGT----GACTGACTT- - --- ----tttaagcggccaaatgaactttaca
.- -- - - -TAACTCAATTCAGACTAGTCTTT- - - -CATTGGCTGTCT - - =« === wmmmmemmmnn- ccctaacaatctgagggt of !
-- ---TAACTCAATTCAGACTATTCTGT- - - -GACCATAATCTCTGGGATCTCTAGTAAACTTTgaagtcl ttggaagtgtttccgatg
-- AACTCAATTCAGACTATTCTAT- - - -GCTACCGAGTC - LR ccctacaagttet------------
----AACTCAATTCAGACTAATCTGT- - - -ATCTAGCCC- - ----tttcctgcaaaagalfiillctttoca
-- AACTCAATTCAGACTAATCTAT- - - -TACTAGCCC- - taccaaatatggaatacataacgca
-- AACTCAATTCAGACTAATCTGA- - - - TGCTGCCG- - - tgctaactgagagaa ttgatc
e - --TAACTCAATTCAGACTAGTCTGT- - - - CACTGGCG- - - ----tcaatcacctctctctetctotetce
-- ----AACTCAATTCAGACTAATCTTT- - - -CTCTAGC- - - - ----tcfilllotatataataacataatat
--- -- ----AACTCAATTCAGACTAATCTCA- - - -GGACCAAA - - - ----atcttcaagtatcaaagcagaaaaa

AACTCAATTCAGACTAATCTGT- - - - TACAGACCC - -

TTTCAACTATCTer 70,0

810 820 830
tatatatgacttatc
gtattagggtggaacacttc---
tttctgatggtgcgttccaaaatcg---
tttctgatggtgcgtcctgaaatcgtg-
tttcacgtctgtttaatatttctet---

atg| tttt
a gttttgatagaaacaaagc---

tgaattattactcaaagaaaaaatg---
catatatgecttgca--------------- -
caaagacggggagtttcgagtggag-- -
tgcatattcagtatttc
ttaaattgtcattcggatacccact---
gtgacctttctttgtgggggagaat---
atgtagttgaa
gtcagggtgacccatccattcccca- - -
aagacaatggctgggcagggaccgc- - -
ccaacaggcagagttggaliiiillloat - - -
ttctccacc
aaatttcttattgaggaaaattgca---
tttcatgataaaattgttaatgtat---

gtctgttgactcacgatcgatgcct

actttttctctttattattaaaatg---
l(gtlgtcacllcaa-aalttg--»
ttgttctttttctttcaaatctttc----
tctcgttctgaaggcttccatctattacgaaattt
attgtatatggtatatatatttttt----
aactagtcgagatatctttag
gataaaaacctcctttaatatttct---

B D oy i
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Biomphalaria_glabrata
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Centruroides_sculpturatus
Crassostrea_gigas
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Consensus

Amphimedon_queenslandica
Biomphalaria_glabrata
Caenorhabditis_elegans
Capitella_teleta
Centruroides_sculpturatus
Crassostrea_gigas
Danio_rerio
Helobdella_robusta
Homo_sapiens
Ixodes_scapularis
Metaseiulus_occidentalis
Mus_musculus
Parasteatoda_tepidariorum
Strigamia_maritima

Consensus

Amphimedon_queenslandica
Biomphalaria_glabrata
Caenorhabditis_elegans
Capitella_teleta
Centruroides_sculpturatus
Crassostrea_gigas
Danio_rerio
Helobdella_robusta
Homo_sapiens
Ixodes_scapularis
Metaseiulus_occidentalis
Mus_musculus
Parasteatoda_tepidariorum
Strigamia_maritima

Consensus _
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Metaseiulus_occidentalis
Mus_musculus
Parasteatoda_tepidariorum
Strigamia_maritima

Consensus

Amphimedon_queenslandica
Biomphalaria_glabrata
Caenorhabditis_elegans
Capitella_telota
Centruroides_sculpturatus
Crassostrea_gigas
Danio_rerio
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Consensus

i 20 % 40 5 & 70 % % 100
caaatatgcaatgatcllatgacccaca geaetalacaattctttt-ctactcaaa -gataaaa---gccacagttgttatcataatgtcgtgt
---tttttgttattcaaagtactgaaaactacaaagaaggtcttactaaca-tacta-ccca---- tataa---gactttg-ctcat-gtctttcctagca

t
t
--gacgcggcgcgcegtcaagttgtga- -
t
t

---cacactcaacacag-----cgagcggcggaacccgcggggtgteggecgeitcggac-acgctcce tataac
--tactttgataaatat-- gcaaatatttccacacgattgtcatgagagacctatataagcagec - tata----aggcaccgtccattgc - atttgata
--acacgattgat---a----accaaagtta-accacaccaacgagaagctcgacgacagcaagcgtg- tatatagcgtcgtatacgtttaac - -- -

----atgtacagaccttggtcatgaaaal@=---ac-cacaa--acgtaagattattt-=gtattttgc- tactaa-atacaaaagataagtgt- -t

--aaatatcttaactag------gtctat----- -caccaltcactgtgaggcatgg-tacaagtacg - tataaa-taggtgacgcagactac- taacc
---tgtgttccaataaaaa--attaaaaaa aat-cacca-taaatcgecgetgtca-aaaaagttgg- tataaa-cgattga---tgaccac - ---gt
--cgctatgtgttctgg--- caccataaacgtgaaatgtet-ttggatttgggaatcttataag-ttctgtatga-gaccac- tccca
----gcgttctatctta----tccagaactg-ggttcactt-cgaaagtggaggctacgagatgcgtg---gtatataaactggecggageggectttgt---gtgt----c
----agatttgagattt-- tggaccg-gaagagaacgatcactcgatecgegegeogcgaagctccg---gtacataagcccggacccgccacccat-gagt----aa-
cgcgctgtgctttgtgg-- -gaa-at-------caccctaaacgaa tttat-tcctctttcg-agccttata-g-tggcggccg--gtctac---atcctgaaa
----- cattcaagttaaaataaataaaatcataac-taccactagaaagtattgttttaataaattag- ttatataaa-cgactaaattcaataat---gtat---at
----aattgattttcaa----cttagaattttaattcaccattttgtaacagtaaaa-atcaaatcta---ctataaaa---gacgaaggttcatagttaggtattggat

aTalx crAr T LGAAMAT A AT, 6 T T TRA, 82Co A oArraT 6leT, T

C- AAAT+TTCTAT+TAAA+TAATGAAAATTATAAC+CACCATTAA++AGCA+TATT+CTACAAGTT+G A- +TATATAAAC+G+CG+ACG++GATTAT+AAGTTTTGAAT
120 130 140 150 160 170 180 190 200 210

----GGATTGA---------- ATGCTTGCC-AAAGGGGC--CCCA----CAG----------------- - ---CCCCTGGGAAGGTCTGAGAGAAAAGCCAT - - - - - T
----GGA---GTGCTGGTAATGCTTGCA-TCAAGGGCAACATA--CAG-GTAT-TT--ATTACCTCCAA--AGTGCCCCTGGGAAGGTCTGAGACAAAGGTC- - - - - AAT
----GGTTGGCCGGAAG - -AAGACGGTT -GGGAGAGACACAAAGGCCTGAAA - - - - - CATGGCCTACACA- - - -ACTCCCGGGAAGGTCTGAGAGTAGGCCT - - - - - - TT
ca--GCATGGTGGTAATGCTTGCT -TTAGGGGTCACTCA- -CAG-GTGCCTG--GTCACCTCGTT - -GCACCCTTGGGAAGGTCTGAGACATTGGTC- - - - - - AA
----G-ACGTGGTGGTGATGCTTGCACTGAGGAGAAACAAA - -CGAG-TAC-CT--G--GTTACTCA- TA-TCTCCTGGGAAGGTCTGAGACAAAAACGC- - - - - - - G
aaccGTGGTGGTAA-GCTTGC- -TTATGGGTGACGTA CGTTTCCCTGGGAAGGTCTGAGACAATGACGT - - - -AA -
cg - -GAGCGGAAGGAA -GCTCACT -GTAGAGGTTACCCA - -CTGAGTGCTC- - -GTCAC-TCGCC - AACACCTCGGGGAAGGTCTGAGACAAGAGCC- - - - - - cc
t---TGT-CGGTTGTAATGCTCGCC-TTAGGGGCAACAAG - -C-GAGTGC-GT--G-TC-ACTCAC GGTGCCTTTGGGAAGGTCTGAGATTTGGGCT - - - - - AAC
ta--GGGCGGAGGGAA-GCTCATC-AGTGGGGCCACGAG----CTGAGTGCGTCCTGTCAC-TCCACTCCCATGTCCCTTGGGAAGGTCTGAGACTAGGGCC- - - - - - AG
----GGATTCCGGGGTGATGCTTGCA-TAAGGGGCAACGCA - -CGGGACACGCT - -GTTGTTCTCCG- - - -CACTCCCCTGGGAAGGTCTGAGACAGGAGCCCGCACAGG
----GTCCTCCGGACG--ATGCCCGCA -CAAGGAGACAC- - - - - CTCGAAGTGTT -CATCGCTTATTT - ---CTCCTGGGAAGGTCTGAGTCCAGGGCC- - - - - - AT
gt--GGGCGGAGG-AA-GCTCATC-AGCGGGGCCACGTG--CTGAGTGCGT---GTCAC-TCTTC- - - -GGCCCCTGGGAAGGTCTGAGACTTGGGCC- - - - - - TC
----GTGTGTGACTGTGA-GTTTGCA-TTAGGGGCGTCGAA - -CTGGGTGC-TT--GGTC-ACTCCC - TCCGCTCCTGGGAAGGTCTGAGGAAAGAGC - - - - - - AGC
----GGATGCAGTTGTGAGGCTTGCT - TTAGGGCTAACAAA - - CAGAGCAT -TA- -ATTG- - TTCAT - ATTAGTCCTGGGAAGGTCTGAGACAAAGATC- - - - - AAC

GG 760.6Ge : TTCCGG 8.8 par, - T TGGG GGT TG G eelt
2 &3 Sae Se LR L IR T <ad -

T A GGATGG+GGGAAGH G+ CrT+CATTGGG s CAAAGAT AGAC+G+GCACGTTGT+ACHTCT+CCGHC- -AG++CCCGTGOGAAGGTCTGAGACAAGGGCC - - < - - AAC
230 240 250 260 270 280 290 300 310 320
ACTCACTCGTGATG- -AGTG---TCTCACTAACAGTGAGATTGAG - -TGAACAGAAACAGTGACCAGAGT - - - -AGCAAGCTTATAATGAGCAGAAGA - - - - - - - - - - - -
-C-AATCAT - -CATGCAGGTGACC- -TCATTAAGCTTGAGGGTGGC- - - - TCACCAGAAAA - - - - TCAGGGTGGGTGAGA - -TGCTATATG - CAAGAGA - - - - - - -
GATGAGAT - - -CTAGGAGATCTTC--CAT - - - -----c--mm T--ATCC-TTATAGA -GGAGAGGCTG - - - TAGAAGAAGA - - - - - - -
GCGTGGCT - - -CTAGCAGGGCTCC- - -ACTGTAATC -GGTGGGTGGGACAACCAGAAATA- - ---GTCCAGCCCCGTCGCGT - - - - - - - TTCGGCAGAAGA - - - - - - -

TTAAGGCT - - -CCAGCAGGGCCCT - -CCGGTAAAT
-TGCATCC- - - -GAGATG-GGTGA- -CGTGTTAATT

CGGAGGGGG - -GCTACAAGAAAAC- - -
ACGTTGG - -AAGGTACCAGCAA

AGGCATAGTGC- - -GTGGGGCCCG-TGTGACGT - - - - - -
ACAACGGGCGTAC- -CAGCATTTGGCGGAAGAC - - - - - -

TTGCTGTC- - -CTAGCAGGACATC- - -ATCTGAAT -GATGAGCGAG -TGCACAGAAA - - - - - -ATCGGGTCACG-CGCGCGATT---CTCG-CAGCAGA - - - - - - -
TTACGTCCTTGCAGGACGCAGCTG - -TAAATTAA - CGGTTGGCGAGGTTATCAGAAA - - - - - --TAGTCCTGAGGGC- - - -CATGATTTGGCGCGAGAACGTTTA
AGGCGGCC- - -CTAACAGGGCTCT---CCCTGAGCTTCGGGGAGGTGAG-TTCCCAGAGA - - - - - - - ACGGGGCTCCG-CGCGAGGTCAGACTGGGCAGGAGA - - - - - - -
CTCAGGCC- - -CTAGCAGGGTCCCGACCGAGAGGT CGGTCGGT----TCACAAGCAAGCCACGCCGCGGGGTCTGCTGTAAGGTGGGATGC--TCTGGCA - - - - - - -
GTGTAACT - - -CTAGCAGGGTTGT - -CACAGGAAT GTGACGGT - -CTCCACCAGAAA TACTAATCGGTGA- - - - - - -
CCGCGGCC---CTAACCGGGCTCT - - -CCCCGAGC GGGGAGGTGAG-TTCCCAGAGA - - - - - -GCAGGGCTCTA-CGCTTGGGCAGACTGGGCAGGAGA - - - - - - -
TTCAGTTT---CGTGACGAAACCA--TCTGTAAG AGGATGGCGAACTTACCAGCAACGT - - TGATCTTGGTAGT - - TTGAGTGTGATGTGACAA - - - - - -
-TGAATTCT - -CTAGCAGGGGATT - -TTCATAAAC- -GGAAGTGGC- - - -TCAATAGAAAA - - - - TGGCTTCCAATGAA - ---CATGTG-CACAAGA - - - - - - -
TG 66 T G GGG TCT T GGHGGTG s Tc G +G0c GG G eof TTTG AGG/ G
TT TAL G . - s
TTGCGGCCTTGCTAGCAGGGCTCT--C+CATAAATTTGGGGTTGGTGAGGT*ACCAGAAAA+--C--A#TGGGCTCGGGTGCGAGGT+GGATTTGGCAGGAGAA ------
340 350 360 370 380 390 400 410 420 430
-T-CCA--- AAGGAGATGCTCTGA- - - - - - TTGCT -AGCTCTCAT - - -GGCTGAAAGACACTCATGGCTAGC- -TACTGTAGTGCA - - -
-------- TCCCCTCTG - - -GGGAAGC=--------AGATGCTATGTG-TCTCACTTGACTTGGAAGAGTCC-ATGACCAGCTAATCTAAGTTAGA

---TCCCC- TGCGAGGGT - - - --TTGGAAACGGCC-TCGGCCAGCAAT -TC------- -
GGTGTGCGGTTGCTATCCTCGG - - - - - - - - - - CTGATGCTATGCGGCGGTGGTTCGGTTGGAACGGACCCACGACCGGCGAC-TGCAGTCCAA
GCGAGC- - - -GGCGGAT-G----~- - - GAATCTCACGCG-C- - - - - TATAGTTGGAAAAGCCC-TTGGTTAGCAGC-CTGAGCTCGA

-GTTGAA--AATCTTCCAGTCAGCATTAACTAGTTCAA

TGCT-TGTT-C-CCG -

-- GATACTCGCATACATTCAGCGGAT - - - - - CAACTGATGCGACGCG-CGCAGA--C--TTGGAA-ACACTCGCGGCTGGCGA - -ATGAGTGCGA
CGCTCGTC GTAAATGCGATGCC- - -GCGAATTG- - - - - - - TTTCGCTGTGGC-C-TTGTCAAGGTTGGAAGAATCTCGCAGTCGGCTTTGCAAAGTTCGA
«=--TEGCC---vcvev-- GTGGACCC-CGCCCTTCGGGGAGGGGCCCGGCGGATGCCTCCTT -TGCCGGAGC - -TTGGAACAGACTCACGGCCAGCGAA-GTGAGTTCAA

GGACGTTGGAACGAACC-GTGGCTGGCGAT -CTGAGCTCGA

GCGTGTCTTGGGCGGACCG - - - - - - - GAGGGCCCCGGT-C-

-- TAACGCGAGGCG - - - - - - -CTGGAACGGGGG - CCGGCCAGCAAT - CTGAGTCCGA
----AGCCCCGAGTCGGGGCGGATGC CTCCCTCGCCGGAG - - - - - - - - CGGATGCCTCCCT -CGCCGGAGC - - TTGGAACAGACTCACGGCCAGCAGT -GCGAGTTCAA
S TTGTC-w-memmmn- TTC-CT-TGAT-C-TTG- - -GAATTGG - - - - - - TTGGCTGCTGGGATCACAA -GTGCGA

TGATGCT-CGTT-CATTGTGCTAGTTGGAAGAGTCT -ATGATCAGCTAGT -TAAGCCAGA

br ST oCenTCC . 2oAT6Uracb 1 C . 6 GTTGG 6. 0T GG G T oTe GTT G
T_Cs S = P EXIgo~rs TR = - = TG 9%
---TCGTC=------ C»»GGTGGAOGCGATCC¢T++GCGGA*CGG--C--CTGATGCTACG+T CGT*GG*GCAGTTGGAACAGACTC‘*CGGCCAGCAAT*CTGAGTTCGA

450 460 470 480 490 500 810 520
ATGGGCAAGGTGCCT--TC- AACTCAATTCAGACTACTC- -TCAA
TGTGCAAGGTGGTGA - - -A-CTTGTA -CACCATAACTCAATTCAGACTACTCTACCAACACTTCCaattt -
TCGTGTAAAT -GCT - GAGTGCGATCGTCATA--CC--AACACAATTCAGACTAGTC--TTCGGCCAACC- -
GGC- -GCCA- --TCATAACTCAATTCAGACTACTCTACCCCCATGCaata

-TTCGCAGGGTGATGC
TGTGCAAGGTGAC - --AGCGGTTGT - TGT -CATAACTCAACTCAGACTACTCCACTTCCACGTCctccat -

.- - TTAGCAAGGCGAC - CcC- - GGTCGTAACTCAATTCAGACTACTCTGCCACCACaa - - - - attg
B I R -TGTGTGAGCTAGCAT AACATGCTAG- - - - ----- -~ AACCCAATTCAGACTACTCTTCCTCCGCTC- - - - caca -
- TAGGTGAGGTGAA - -=-=--CGT - - TGTTCATAACTCGATTCAGACTACTCTACG---ACCGGTGe gt--
.- TGGCTGAGGTGAGGT ACCCCGCAGGGG - -ACCTCATAACCCAATTCAGACTACTCT -CCTCCGCCCa - - = - =~ - - ggaa
- .- TTTGCAAGGTGCCC - --GGTGTTCGC- - -AGGGCATAACTCAATTCAGACTACTCCACTTCGGAATCCCc tacat tt--
TCTGCGGGGCGGAGTTGATATTACACGAATCGCTAGCGAAGAGTGTGTAATTCAAAGTCCGTAACTCAATTCAGACTACTCCGTCTGGAGGGCee - - - - - - tcat
.- TGGCTGAGGTGAGGC ACCTCCCGGG - - -CCTCATAACCCAATTCAGACTACTCT -CCCCCGCCCtct - - ga - -
.- -TATGCAAAGCTTG - ---CGTAGAT - TGTAAGCAACTCAATTCAGACTACTCCACTTTCACACATgaa ga- -
B LI I I I A I I I TTTGCAAGGTAGC - -AGCTATAACTCGATTCAGACTACTCCATTACTGCGTCCactat - - gata
Ter6ealG6TG, TAACTCAATTCAGACTACTCraCorgenC. oo [T,

.................... TTGTGCAAGGTGACGTC---GAGCGCGTA+GTCA AGTTCATAACTCAATTCAGACTACTCTACCTCCAC++CC*CTAT--TTTTTG+++

560 570 580 590 600
..aaaact--ataat---gaagtagacttagatattcgcccaattt----
---cttcacatt----acaa-------- |Iacaacaagctttxctcagcaa(a
gcttcaggettteotgttggge----- cgttttaggccaaatgatagaa-
-ttccgaatactt-taatatttcaggtcgccctcccatgcgagga--- -
-------- tcttt-tta-------tttaagcttagaaga-gtt-------
a--aagcaacacatac-taag--------- caaactataa -
--tcatttacttct-tagaa-atttcttagattattcatatttte----
aa-caa-atctat-tcggg---tggctcaaagttcaagacgtcgtttg-
---aaaaaaaaaaaa-aaaaaaaacaaaacga--aaccgggccgggc - - -
-------- ttttt-ttagat--tttttgaatgtgcggcatattgagcg-
gccctcc-tcgctca----cttttcccttcatatactagcacga-- -
-tcgagatccttt-tggagtattgactcga--aa--gggttttat----
aatcat-atttct-ttaaaaacttacttcttttctaaagtgte--taa-
aaacttgacattt-ttaaaa-------- atgccacga---tttggtgacttc-
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